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“What could happen? What could make it happen?”
Causality -“What actually happens?”

1 1. Why study the metabolome? [4]
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18 2. Targeted vs Untargeted Metabolomics [7]
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1@ 3. Findability, Accessibility, Interoperability, Reusability, FAIR[11]
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112 4. Plasma metabolite signatures in patients with pNET vs non-cancer individuals[12]
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185 Plasma metabolites dysregulations in patients with metastatic pNETs vs patients with non-metastatic pNETs[12]
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1126 Differential plasma metabolites in pNET patients with and without MENT mutation[12]
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18 7. EPIC (European Prospective Investigation into Cancer and Nutrition) Consortium Network Overview[3]
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112l 8. Detectability — Number of metabolites above LOD out of 1,019 and CV<30%.[13]
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18 9. Intra-laboratory CVs of all samples[13]
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18 10. Inter-laboratory correlation[13]

www.e-biogen.com a ebiogen



ol g = Ao, CHYd THIPC 2 A7t =™ Ho| A2 EM0| 7hs3iE
=AM B2 MM Uf of YHE HE=2 #4443 OHF TH| HE(instrument clusten 2 &g 5= Qo 0|2t
Z2 SAHE o3 | 29T 4 A7t XOH 150 A O|Mo| A2 EME T = QUCL
ol X = ME LCHE AYAAM FEFczE 2EE = A9 L7 M HAZ & 7IsstH, 0|F ol
A0 H fRo U2 IZE AF0 T 8 = UCL AKX ZE Biocrates 7|=2 ADNI(Alzheimer’'s Disease

Neuroimaging Initiative), BLSA(Baltimore Longitudinal Study of Aging), FENLAND, KORA, EPIC, TMM(Tohoku Medical
Megabank) & F2 ZH ZIE 70| L&D UCH[3]

Metformin in BC survivors (EU
SHIP(GER

MOST (CAN

AD - Maus Model (GER

)
i Notable population-
)
Helix (EU)
)
)
)
)

based studies analyzed by
biocrates technology for
metabolic phenotyping

WHIME (USA]
Depression (Emory & Mayo) (USA]
TwinsUK (UK

MetaboCCC (EU
HABC (USA)
KARE (KR)
nGAGE (imi) (EU)
BLSA (USA)

KORA (GER)
DRECT (imi) (EU)
Fenland (UK)
ADNI+RosMap+Mordock (USA)
TMM CommCohort + BirThree (JP)
)
)
)

Chris (ITA
BiomarCare (GER
EPIC(EU

»
2
(=]

5000 10000 15000 20000

J&l 11. Notable populationbased studies analyzed by biocrates technology for metabolic phenotyping[3]
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Metabolite coverage

Choose the kit

AbsolutelDQ® p180 kit

Absolute IDQ Bile Acids kit

MxP®Quant500kit or MxP® Quant500 XL kit

p EE A 00| =HH0|Z A0l 7HE IRl F|E
» 107702] small molecules + 52371 lipids 4 7ts
P MxP® Quant 500 XL kit 2| 2<% 912742 lipids 24 7ts

P 1,000 o|&te| 7|k, &k gl st AR =30 EEE J|E
P 437H2] small molecules + 145712] lipids 24 7ts

P host-microbiota interaction 30| %|X3}t=l 7| E
p ZH| A MME|= 1XF BEA 1702 ZLHO| M =0f| 2|8
Hete| = 241 SEA 10708 st £ 2070 ©HEA 24 Jts

MxP® Quant 500 kit

Alkaloids (1)

Hormones (4)

Hexosylceramides (19)

Amine oxides (1)

Indoles and derivatives (4)

Dihexosylceramides (9)

Amino acids (20)

Nucleobases and related (2)

Trihexosylceramides (6)

Amino acid related (30)

Vitamins and cofactors (1)

Cholesteryl esters (22)

Bile acids (14)

Acylcarnitines (40)

Diglycerides (44)

Biogenic amines (9)

Phosphatidylcholines (76)

Triglycerides (242)

Carbohydrates and related (1)

Lysophosphatidylcholines (14)

Carboxylic acids (7)

Sphingomyelins (15)

Cresols (1)

Ceramides (28)

Fatty acids (12)

Dihydroceramides (8)
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MxP® Quant 500 XL kit

. L Sphinganines and sphingosines
Alkaloids (1) Vitamins and cofactors (1) @)
. , . Sphinganine and sphingosine
Amine oxides (1) Phosphatidic acids (41)
phosphates (8)
Sphingomyelins (15)

Amino acids (20) Lysophosphatidic acids (8)

Phosphatidylcholines (76) Ceramides (29)

Amino acid related (30)
Dihydroceramides (8)

Bile acids (14) Lysophosphatidylcholines (14)

Phosphatidylethanolamines (95) Hexosylceramides (19)

Biogenic amines (9)
Dihexosylceramides (9)

Carbohydrates and related (1) Lysophosphatidylethanolamines (43)

Phosphatidylglycerols (64) Trihexosylceramides (6)

Carboxylic acids (7)
Acylcarnitines (40)

Cresols (1) Lysophophatidylglycerols (10)

Phosphatidylinositols (53) Cholesteryl esters (22)

Fatty acids Free/non-covalently bound (12)
Monoglycerides (12)

Hormones and related (4) Lysophosphatidylinositols (16)

Phosphatidylserines (18) Diglycerides (44)

Indoles and derivatives (4)
Triglycerides (242)

Lysophosphatidylserines (12)

Nucleobases and related (2)

AbsolutelDQ p180 kit

Acylcarnitines (40) Sphingolipids (15)

Amino acids (21)

Biogenic amines (21) Lysophosphatidylcholines (14)

Hexose (1) Phosphatidylcholines (76)

AbsolutelDQ Bile Acids kit
produced by the liver
(CA, GCA, TCA, CDCA, GCDCA, TCDCA, a-MCA, B-MCA, w-MCA, TMCA(a+p)
produced by gut bacteria from primary bile acids
(DCA, GDCA, TDCA, LCA, GLCA, TLCA, UDCA, GUDCA, TUDCA, HDCA)

10 primary bile acids

10 secondary bile acids

) ebiogen
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Ebiogen’s Metabolomics Se

O|HIO| 2HIO| LC-MS/MS Metabolomics AMH|AE= Of2{7}X| ME0|M
8l ™2k Quantification)e SHo=Z ME0

= s
MM2|2E LC-MS/MS &3, 24 8 Goje 2AM7X| MH[A IPHo| ZahEof QU

rvice
ZEXHSH= metabolite 2| &7 (Identification)
gtr|of QUs CAMMES HdEY = Ues MH|2o|Ct A
S E

O, ®1X Biocrates 7|

mu e

7|9t 2 3t Targeted 2F Untargeted 4] 25 X[ st QUCH

Targeted Metabolomics Servic

e

=M He 59 FHOA Est=l 7|s2 #F1 0o, ARXe| o et
I 7bs3ICt 7| E= Full, Half Starter Kit 2 MZ TH|0f| X}o|7} QUCH.

Sample Type 20uL of Cell lysate, Serum/Plasma, Media, Homogenate (tissue, fecal, etc.)
MxP® Quant 500 kit
MxP® Quant 500 XL kit

Kit Types

AbsolutelDQ p180 kit
AbsolutelDQ Bile Acids kit

Analysis Instrument

Thermo Orbitrap Eclipse Tribrid

Software

WebIDQ

Turnaround time

~ 7 weeks after Sample Arrival

Untargeted Metabolomics Service

7|&2| untargeted profiling &A12| LC-MS/MS LAY 242 = 3 EH50| AFTEH, WES2| Xoto| giCk

Sample Type

Cell pellet, Tissue, Serum/Plasma, Exosome pellet, Bacteria pellet, Plant, Fecal, etc.

Analysis Instrument

(HPLC & UPLC)

Agilent 1290 LC
Thermo Vanquish LC

Analysis Instrument

(Mass Spectrometry)

Thermo Q-Exactive MS (High Resolution MS)
Thermo TSQ Altis (MRM)

Software

Compound Discoverer, MetaboAnalyst

Turnaround time

~ 7 weeks after Sample Arrival

www.e-biogen.com
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