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12! 4. Cancer Gennome Atlas Research Network 2013 [22]


https://www.lexogen.com/rna-lexicon-introduction-to-next-generation-rna-sequencing/
https://www.cancer.gov/ccg/research/genome-sequencing/tcga
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RNA-Seq (total RNA-Seq, mRNA-Seq, small RNA-Seq)
non-coding RNA ZZ0f CH$H siRNA 3 ASO 9 Z2 RNA X|2X| X[ =2

7
SHOISICE O & S0, Lexogen CORALL kit & &83}0] total RNA-Seq = #%46}04 A2EEU Nz U QEXIO
|

Ciok siRNA o 2 S =QIRTH24]. QuantSeq 2 I|# SME fFH2
SAMMSON(survival-associated mitochondrial melanoma-specific oncogenic noncoding)= &SA|7|= ASO £
MelEl A S HolY & MEF2 AL A EIRACH25). O] A2 £& AU AME QuantSeq 2 mTOR
AMKME ArESt RNA K| 22| A|HX| Z2ute| 7|2 HHLIFS 81517 flot 42 HAESHA &8 [RACH?25).

T X2l Long non-coding RNA
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Total RNA-Seq ; mRNA, Long non-coding RNA expression profiling

Sample requirement >2ug total RNA
Library method RiboCop rRNA Depletion
+ Lexogen CORALL Kit or NEBNext Ultra I Directional RNA kit
NGS run format NovaSeq, PE100
Data yield >6Gb/sample
Turnaround time ~4 weeks after RNA QC

Sample type Tissue, Cell, Whole Blood(Paxgene), Plant, Fungi, etc.

RNA-Seq AHIAE Z A MSotD ULt A2 EXME|2H library XM, HO|H =5 8
o


https://www.lexogen.com/quantseq-fwd-udi-v2/
https://www.lexogen.com/corall-total-rna-seq-v2/

MRNA-Seq ; mRNA expression profilng

Sample requirement >2ug total RNA
Library method Poly(A) RNA Selection
+ Lexogen CORALL Kit or NEBNext Ultra I Directional RNA kit
NGS run format NovaSeq, PE100
Data yield >4Gb/sample
Turnaround time ~4 weeks after RNA QC
Sample type Tissue, Cell, Whole Blood(Paxgene), Plant, Fungi, etc.

QuantSeq 3'mRNA-Seqg ; mRNA DEG(differentially expressed gene) &44(0|2k0| AL} degraded RNA X & 7t5)

Sample requirement >10ng total RNA

Library method QuantSeq 3" mRNA-Seq Library Prep Kit FWD

NGS run format NextSeq 500/550, SE 75bp

Data yield >10M read/sample

Turnaround time ~3 weeks after RNA QC

Sample type Tissue, Cell, Whole Blood(Paxgene), Plant, Fungi, FFPE, Sorted cell, etc.

Smalll RNA-Seq ; microRNA expression profiling

Sample requirement >2ug total RNA (Tissue, Cell)
>20ng RNA (Exosome, Body fluid)
Library method NEBNext Multiplex Small RNA Library Prep Kit
NGS run format NextSeq 500/550, SE 75bp
Data yield >20M read/sample
Turnaround time ~4 weeks after RNA QC

Sample type Tissue, Cell, Whole Blood(Paxgene), Serum, Plasma, Urine, Exosome, etc.
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