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1. Introduction

Loupe Browser t
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figure 1-1. Loupe Browser
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2. Software download
Loupe Browser 4.0 C}22E 5 MA|
2-1. Loupe Browser CI2ZE

otz CHR=2E A= THS10], L HFH 28 (Window/ macOS)0| %= Loupe Browser
softwareE CIR2ELE 2H=LCt (figure 2-1).

Download Link :

https://support.10xgenomics.com/single-cell-gene-expression/software/downloads/latest#loupe

Software Downloads
Cell Ranger 3.1.0 Loupe Browser 4.0.0
Single Cell Analysis Pipelines Interactive Analysis

Loupe Browser 4.0.0 (December 2, 2019)

Please follow the install instructions after downloading one of the installers below.

Read about what's New in Loupe Browser 4.0

&R Download for Windows

filesize: 656 MB
mdSsum: 3862fe52345eleeccdllsd 28b49a4
@ Download for macOS

figure 2-1. Loupe Browser download screen


https://support.10xgenomics.com/single-cell-gene-expression/software/downloads/latest#loupe
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Windows

Windows 7 (64-bit) or later
4GB RAM
SSD strage highly recommended

Updated video/display drivers recommended

macOS

macOS 10.12(sierra) or later
4GB RAM
SSD storage highly recomanded

2-2. Loupe Browser A X|

2-2-1. Windows& M X|

Window & Loupe Browser= XHH|AX| exe 3 mUZ H{EEICH CHRZESH obY
25t ZX|otrt.
[2] Loupe Browser Setup X
Choose Install Location
Choose the folder in which to install Loupe Browser, D
Setup will install Loupe Browser in the following folder. To install in a different folder, dick
Browse and select another folder. Click Install to start the installation,
Destination Folder
[ Browse...
Install Cancel
figure 2-2. Loupe Browser download screen for windows
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2-2-2. macOS& AX|

macOS& Loupe Browser= .dmg ItYE HIZECE dmgit¥ES EO| Loupe OFO|ZEES

Applications EHE E2f713510] LoupeE HX|THCE (figure 2-3).
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3. Component of the Loupe Browser user interface

Loupe BrowserO|A| MZ dataE ™ CtS1t

Ze g oI & ULk, (figure 3-1)
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figure 3-1. Components of the interface
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3-2. M 4

3-2-1. Mouse selector

Tool

Description

n Pan - Move the image up and down, or left and right.

Rectangular Selection - Select and label a rectangular image area.

# | Lasso Selection - Select and label an image area with an irregular shape.
figure 3-2. Mouse selector
3-2-2. Toolbox
Tool Description
@
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Zoom In and Zoom Out
Click on + to Zoom In, click on - to Zoom Qut, or use the slide bar to zoom in and out.

Autoscale
Autoscale to fit the screen after zooming in or out.

Save As

After changes have been made to a .cloupe file, click Save As, name the file, and select a location
for the file.

Open File
Open a new .cloupe file

Export Plot
Click on the triangle in the bottom right corner and select Export Screenshot as PNG.

Split View
Split View can be used with t-SNE, UMAP and Feature Plot to view clusters displayed in the Mode
Panel.

Marker Settings
Marker Settings can be used with t-SNE, UMAP and Feature Plot to scale the image automatically
or by percentage. Uncheck the Auto-scale box to choose a percentage.
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figure 3-3. Toolbox
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3-2-3. View Selector
View selector= View panel0| EA|TZl= LIS ZHICE AL 23 datasetsOf| CHal CHS 2
M 74X REc 2 MEfg £ T}

- t-SNE View

- UMAP View

- Feature Plot View
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figure 3-3. Feature Plot View



3-2-4. Mode Selector, Mode Panel
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figure 3-4. Mode Selector,

3-2-4-1. Categories mode
= Zeoto] HojH SHAHE EASH= M7HA|

category modet CHS2

Graph-based clustering

K-means Clustering (k=1-10)

AHEXE HO| category W ST E2{AH HOl

3-2-4-2. Significant Feature comparison

=X 28N, 222 20| XS BYA 42 ot 0] 752 2

YES MSt

.

oo EYHLHE FES
Z ottol| A= EF L

-10 -




g deig 4 9op ofo|2g 2o

= HwE A8sto] ofEtel F=7tX| R0 gt &M ,
ol Hu 245 28 + ALK

- Globally Distinguishing : 2= T{20| HEA|=l 2F MEHEl S 2{AEO| CHsHO| SM
.1

& |
20| MEHE[X] B2 SHAHO AEZtE HOH MES| COHE 2E Auh 2 M

o
—
2t Mgl 23
AEE THle J52 AW

- Locally Distinguishing : 25 Tjid0] HAIEl 2t MAE F2IAE0| Cfsjo] S o
ROl MUE CH2 S2AEO M1t 24 F2AHES TEs: 7152 ZHeC MY
X g2 SYAEC M2 EMON MM BE 22AHES MUY 27 1ol 4

=
e 2EY TET SYsiC,

3-2-4-2. Gene/Feature Expression Mode

Gene / Feature Expression ZE+£ C|O|E MEO ZXN RTX £ FeatureE J2iEOZ EHHS
Ct. o B0 StLt O] &2 featureE & = A2M, MU= featureE HAMBIHLE feature = 5=

HECot MY & U

-11 -



4. Loupe Browser tutorial

O MEOIM= Tutorial& &3l Loupe Browser?t HM3dt= F2 7§ & single cell gene
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Finding Significant genes

cluster tableg 7|Bt2 2 clusterE L1/otH SEA= FHAE 27

Identifying cell types

gene list2} gene expression views AFE30] CHE MIE EtRAL functional 152 &2
4 QUL

Exploring substructure

AEAE EO| clusters 4835t NSEEA =S 0[8010] HO[HOAM O &2
subgroup= Al £ UL}

Identifying cell subtypes

2H IjEdE Ar85t0] =TT Boolean EE W50, HIOIH HYOA cell subtypes
XorE &+ ULk

Sharing results
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4-1. Finding Significant Genes
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figure 4-1. Finding significant genes

Selecting a Category and Using Split View
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4-2. ldentifying Cell Types
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figure 4-2. Identifying cell types
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4-3. Exploring Substructure
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figure 4-3. Exploring substructure

Creating Subgroups by Expression Level
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4-4. Identifying Cell Subtypes
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4-5. Sharing Results

Saving .cloupe Files
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Exporting Data and Graphics
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-10x Genomics Tutorial Link :

https://support.10xgenomics.com/single-cell-gene-expression/software/visualization/latest/what-is-

loupe-cell-browser
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