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RNA Sample =H| 2t

1. MIZ(Cell) ¥E =H]|

1) BAME

@ MEE {|sts =HOAM H{LSH = media XA
@ Cell culture dish0® 1mlI2| TRIzol reagent M 2| (cell : 1x10° ~ 1x107)
® Pipettingdt0d MZE mtist = -80°C E&t

2) FRM=
@ MEE Hste ZHOM HILS F harvestdt = centrifuge
@ M3 X7 F 1mle| TRIzol reagent X 2| (cell : 5x106 ~ 1x107)

® Pipettingdto] MZE mtaldt = -80°C 2

* TRIzol AF&A| mRNAZ| degradationg L[SH7| ?I8 harvest & washing 182 HE E2[X] R&LCH

* Ct32 Trizol 0|8 Al O4El= RNALYLILCE. (tissue 1mg, cultured cell 1 x 106 &)

Liver and spleen 6 ~ 10 ug
Kidney 3 ~4 ug
Skeletal muscles and brain 1~15ug
Placenta 1 ~4ug
Epithelial Cells (1 x 10° cultured cells) 8 ~ 15 ug
Fibroblasts (1 x 10° cultured cells) 5~7ug

Z&|= RNAYES species, developmental stage, growth condition, cell type, RNA F& Al ALE
=

U S Ciget aolof w2t kXA Lk of Fut 9o WEs HIstMAM HAE
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- R MEE JHHO|M HEE Ol HIE MZ AR} RNA 287t A|ZE|7| I{E0f, 7tset

w2 AlZF LHO| RNAS =2[3t= A0 ESLCL

HIZ RNA 22|17t 7tsE &

(tissue grindenE O|-&5}0]
| =

% HIE RNAE Z2|5IX

O

L0l Z=EZ TRIzolO] S U= tubed| €1 power homogenizer
A2 g gt

= 3%, Chsat #

rlo
0%

EH
=

lo
bu

Hash FA17| HERLICE

e

1) 2847} 20| 2= Z=3Z (ex) brain, muscle, heart, etc.)

C HESE A A S 2N = HZ HM 220 B2 5l 255 dHAIFHXM deep-

freezerOf 22| FA|H EL|CL

2) IVt B2 | (ex) kidney, spleen, etc.)
 AEEE Mo =EE EHMT 2 MOk 3HFel F=HZL Smm O|W7t =5 MESHA X}

2 3, ofFfet 22 wHoz mP FAY HuCh

— —

@ O|HIO|272 RNA degradation® %|23} Al7|7] 2I8H, RNAlater AFES HE =& LCH,
@ Ambio AtO|A THOHSHE RNAlater A|2FO| EA$H =& HE&L|CH
(2 108 volumel| RNAlater AHE)
® O|F, Ambion AMOA H|SSH= protocold M2} ZX|S Eats =AM EL|CH
@ RNAlaterE AtEst 5§ prep2 & Mo, Trizol2 27| 20| & RNAlaterE MNAH3I0 F

MAI2.
® XA prep 22| Al0fl= RNAlater ACH=Z XS] FAIH EL|C
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3. AU (Blood) ME Z=H|
- 2 ohH ARCH SO[A E[M, M= B OtL|2F RNA % degradationO| &[0
intact® RNAE =0 O{2HZ0| UAELIC otz W8S FHISHMM HAETH 2| sampleg &
HISHY AR

whole blood) MEZ FH|sH FAl= B, PAXgene® blood RNA tube (PreAnalytiX)O]
Ot H2M XA HMSs FAIH ELICE
20 ofziet Zo| =H|sH FM L.

met

— o~

o
L

@ PAXgene® blood RNA tubeE
FEA HO{ECt

PAXgene® blood RNA tubeE
Eiz &20M 2~7AI1Z
120412 Hget A7l =

= MEf(-20 ~ -70°0)2 E

8~10H A2

EHIZ M2 o
fEe 2-8°COIA *|CH
A7 RS Qs A
s}

o —

% PAXgene Blood Tube Specification

Tube size 16 x 100 mm
Blood draw volume 25 mi
Additive/concentration Additive 6.9 ml

Length of stabilization up to 3 days at room temperature (15-25°C)

up to 5 days at 2-8°C
8 years at -20°C or —70°C"

Closure type/color
Label type
Quantity

* PAXgene® blood RNA Tube= &

2) Seurm/Plasma

@ Whole blood0|A centrifugeE &%
@

1.5ml tubeOll < 250p¢ O] &+ EHO} -

BD Hemogard/Red

Paper
100/box
o[Hfo|7lS Sl Fofotd &= ASLC

CC =
o

i serum

80°C

plasma £2|
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OjME MEZ (Bacteria / Yeast / Fungi) &=H|

* OME2 MEZ TRIzol2 EFEYUHOZ AMETLICE
@ Sample2 seedingdtX over-night culture
@ Mediall 1/1002 2 dilutiond}t0] exponential phasel| #35H= O.D7HX| HIQ¥
® OI’dZ cell pelletZ 1.5ml tubel CHEf =0 1mIO| E|=5F EOF HHAM XM3o|A X SH
FAIH Euct,
* FoArg
1.5ml EE= 50ml tubeOfl ZH|SH FAl= B2,
20l Cell pelletE HUZ| M= tubeE 74
A2, E[=F 1.5ml tubeE AtESH FA|Z HE EELLCL

bel| HAO| cell pellettf HIsH W 7| M

tu
E2{OF SLIC}. O] H2 MECf loss7t W& =+
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5. Total RNA MEZ Z=H|

1) Total RNA Extraction
- RNA 22|& Invitrogen AtOIA XBSH= Trizol Method2 = Si=A|H & L|Ct,
(human, mouse, rat, flye| Z<)
- 7|Et column 419 kitZ total RNA extraction StM &= E L|CH,

o T

Tk microRNA 23 Al0|= kit MEHO| FO|S|FN 2.
2) Total RNA Submission

(1) Total RNA2| Concentration % Volume
- Total RNA= HtEA| RNase free water®l =O0{& RU0{OF L|C} CHE bufferlt salt S0 H7tE|
of A2 &% A o Fg2 0E = UASEHCH
@ Microarray / Total RNA-Seq / mRNA-Seq
- Concentration : 200ng/u2, & 2ug Ol &
- Volume : Z[2~ 15p0 Of%4f
@ Quant-Seq / Ampli-Seq
- Concentration : 100pg/pe, = 1pg 0|4
- Volume : |2 15p0 Of4
(2) Total RNAZ| Quality Check
- S3HQ HEE fIsiME YEQ| RNA HE0| 7HE 52 gL}
ZF

x
[
Total RNA HME0| &0 Mot ==ef 27t JEfRXIE =I5ty 25t Chadt 22 QC

o
WHES THSLCEH 7HSSHAICHH of2fiet 22 QCE TASHI = MES ELHFN L.
@® OD20/ODyg0 > 1.8, OD260/OD530 > 1.6

@ RNA Ratio (285/18S) > 1.5

® RIN (RNA Integrity Number) value > 7.0
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* "eatst EEhE 2Isl Agilent 2100 Bioanalyzer =H| (capillary electrophoresis)E 0| &5}
total RNA2| qualityE £dct 2, dES Z™dL|Ch

[nt] [nt]

Ladder Sample
[FU) Ladder [FU] Sample
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- 2 FH[0M FAISt= RIN 242 migration 3 peak pattern, 285/18S ribosomal RNA2| HIE2 &
HE ot AHL =X[2A 1~102 HYE 7HX|H, T/ ESZ total RNA samples?| quality X|HEZ
AHEE|D UELICH High quality A|2E& 23t= DNA microarray analysis& 2/3H #& 22 7.0 Of
o Yuck
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, dES BEUFE Mols orafet 22

- = HE2
oz HIYFA|Z| HHEfLICH

- M1 87| g8 = O[HO|oM AE HES MES =5t UASLCh

@ 2Z[StA= H™ MH[A0| 8iFot= FEA0 MHA HE 3 Az HE, 24 §EE 7Y
@ HiE& & ME tubell L2 U7| S0 deep-freezerO| 2 T ME tubeE 50ml

tubelt sample box0il packing
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