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8 1. Stem Cell Sources for Organoid Generation
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Four main applications of organoids
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8 4. Single-Cell Transcriptomic Profiles of Brain Organoids [7]
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4. E-biogen'’s Service
RNA-Seq
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mRNA-Seq 2 HEY = U0
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QuantSeq 3" mRNA-Seq
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Sample requirement*

>1ug total RNA (Min. >10ng total RNA)

Library method

QuantSeq 3' mRNA-Seq Library Prep Kit FWD

NGS run format

NextSeq, SE100 bp

Data yield

>10M read/sample

Turnaround time

~2 weeks after RNA QC

Total RNA-Seq / mRNA-Seq

Total RNA-Seq

mRNA-Seq

Sample requirement

>2pug total RNA

>2ug total RNA

Library method

RiboCop rRNA Depletion kit +
CORALL RNA-Seq V2 Library Prep Kit

Poly(A) RNA Selection kit +
CORALL RNA-Seq V2 Library Prep Kit

NGS run format

NovaSeq, PE150 bp

NextSeq, PE150 bp

Data yield

> 9 Gb/sample

> 6 Gb/sample

Turnaround time

~5 weeks after RNA QC

~2 weeks after RNA QC
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LC-MS/MS Proteomics

LC-MS/MS 7|8t Proteomics 242 £
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> 150 pg protein

(Labeling, PTM A2 & FIIAZ E Q)
Analysis Instrument Thermo Scientific EASY-nLC 1200 System
(HPLC & UPLCQC) Thermo Scientific Ultimate 3000 UPLC

Sample requirement

Analysis Instrument

Thermo Orbitrap Series
(Mass Spectrometry)

Turnaround time ~6 weeks after QC

Epigenetics
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chromatin @99 H3IE S
wide binding pattern & 422N, 27tL0|E9] &3t 8 Chfot =740 HE FHA & =F E4=S
k=1
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EM-Seq ATAC-Seq ChIP-Seq
Analysis Target | DNA Methylation Chromatin Accessibility Protein-DNA Interaction
Sample ~1x10° cells in 1 mL media
>2 ug gDNA o >20 uL IP-DNA
Requirement (Cell viability >80%)
NEBNext® ) ' . )
Library Method . ) Hyperactive ATAC-Seq Kit NEB Ultra DNA Library Kit
Enzymatic Methyl-seq Kit
NGS
NovaSeq, PE150 bp NovaSeq, PE150 bp NovaSeq, PE150 bp
Run Format
Data Yield ~120 G/sample ~9 G/sample ~6 G/sample
Turnaround _
- ~6 weeks after DNA QC ~5 weeks after Cell QC ~3 weeks after Library QC
ime
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