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12l 1. Exosome Biogenesis and Secretion [2]
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& 2. Exosome-Mediated Therapeutic Delivery Process [1]
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18l 3. Methods for Catalase Loading into Exosomes and Their Application in PD Models [6]
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118l 4. Heatmap and correlation analysis presenting the association between the proteins and the metabolites [8]
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4. E-biogen'’s Service
Small RNA-Seq

O[HIO| MO ME XMIHEZIMEEM(NGS) 7|HIC 2 exosome, MZE, =X, body flud SO Zxste
microRNA, piRNA 2F Z2 A2 37(9] RNA E NGS 7[Hte®2 FEUSHH &XM3t= Small RNA sequencing

MHIAE HNSPCh 24 ZIb= EXDEGA & GraphicPlus @F 87 M0, sl Biglet 7168 HEKIE
Moz Zolgh = Urt

>2 ug total RNA (Tissue, Cell)
Sample requirement
>20 ng RNA (Exosome, Body fluid)

Library method NEBNext Multiplex Small RNA Library Prep Kit
NGS run format NextSeq SE 75

Data yield >20 M reads/sample

Turnaround time ~4 weeks after RNA QC

Tissue, Cell, Whole Blood(Paxgene), Serum, Plasma, Urine, Exosome,
Sample type
etc.

LC-MS/MS Proteomics
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et %OIE. E“‘”QOI'—P T MY F2E Hole O #€8Y + AUCh 24 Zit= EXDEPA & GraphicPluset
ZS IN

> 150 ug protein
Sample requirement
(Labeling, PTM A|Z2E& FI7IAE Z Q)

Analysis Instrument Agilent 1290 LC

(HPLC & UPLC) Thermo Vanquish LC

Thermo Orbitrap Q-Exactive MS (High Resolution MS)
Thermo Orbitrap Exploris 480 MS (High Resolution MS)
SCIEX QTOF DIA MS

Analysis Instrument

(Mass Spectrometry)

Turnaround time ~ 6 weeks after Protein QC

Cell pellet, Tissue, Gel piece, Conditioned media, Serum/Plasma,
Sample type
Exosome, Others
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LC-MS/MS Metabolomics

Full Moon BioSystems Antibody Array

LC-MS/MS  metabolomics &440A= exosome H CiAst MWE U CHAIHE 1ZEZ @AY = Us
MH[AE, untargeted &4S S5 CHALKN| HEHe] HotE EH A LHSHALE targeted 242 S5 578 HAIME
oz H=d + AUtk =4 Zat= FT oIH 2 AlZet Atz oA MSE L
Analysis Instrument Agilent 1290 LC
(HPLC & UPLC) Thermo Vanquish LC
Analysis Instrument Thermo Q-Exactive MS (Untargeted)

(Mass Spectrometry) SCIEX QTRAP 5500 (Targeted)
Software Compound Discoverer, MetaboAnalyst, WebIDQ
Turnaround time ~ 6 weeks after Protein QC
Cell pellet, Tissue, Serum/Plasma, Exosome pellet, Bacteria pellet, Plant,
Sample type
Fecal, etc.

Antibody Array

Antibody array 42 Cts &M 7|8t Z3E2 0|83 exosome 2 ZEaoH CHYSH ME0|AM SO =4
TO| CHA Hsig FAl0| AEY = UCE 59| exosome EH CHMAEDL LYEO| =3tz AFO|EFQl HEQIXL,
CIE| 2 8l(Integrin) 52 Zg E0|H MLt BHY gES S| ME0], g 7|F ALt HO|2 Ot EA40
F85ICt ZIt= ExDEGA & GraphicPlus & Sl Z#Xo 2 =olgh = QIC}

Total Protein Profiling Phosphorylation Profiling

Detection Methods

Fluorescent Fluorescent

Solid Support

Glass Slide Glass Slide

Design Principle

Direct Labeling (Biotin) Direct Labeling (Biotin)

Data Type Semi-quantitative Semi-quantitative
# of Analytes 60 - 1,358 40 - 1,318
SPECIES Human Human, Mouse, Rat
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Raybiotech Antibody Array

L-Series

G-Series

Detection Methods

Fluorescent

Fluorescent

Solid Support

Glass Slide

Glass Slide

Design Principle

Direct Labeling (Biotin)

Sandwich ELISA

Data Type

Semi-quantitative

Semi-quantitative

# of Analytes

50 - 8,000

10 - 1,200

SPECIES

Human, Mouse, Rat, Rabbit

Human, Mouse, Rat, Porcine,
Canine, Feline, Bovine, Equine,
Non-human primate(monkey),

Rabbit, Ovine, Chicken, Dolphin
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